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HBA1C 20,093 0.8935 0.2492 0.2269

FBG 27,559 0.5302 0.1413 0.2492

CHOL 29,456 0.8233 0.4721 0.2676

FreeT3 6,412 0.2591 0.9142 0.6038

FreeT4 12,857 0.3126 0.5496 0.2201

HCO3 2,408 0.8202 0.2366 0.1201

HDL 29,597 0.0056 0.9589 0.0220

LDL 29,342 0.8854 0.7098 0.3216

TRIG 29,586 0.0766 0.1053 0.0010

TSH 2,650 0.6350 0.7079 0.5728

Region of Interest

Pathogenic Variants




