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•   Office of Naval Research Student Enhancement in Mathematics and Science Scholarship (1994-

1998)     
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University (1998) 
•   Graduate Degrees for Minorities in Engineering and Science Fellowship (1998) 
•   Office of Naval Research-Historically Black Colleges and Universities Graduate Fellowship 
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•   David and Lucile Packard Foundation Graduate Fellowship (1998-2004) 
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•   University of California President's Postdoctoral Fellow (2006-2008) 
•   University of California, San Francisco Lamond Family Postdoctoral Fellow (2008-2009) 
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  Professional	
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  (outside	
  of	
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Conference Organizer: 

•   Lead organizer (Professor Bruce Weir, co-organizer) for the “Impact of Large-Scale Genomic 
Data on Statistical and Quantitative Genetics” Conference in Seattle, WA (November 2013) 

Invited Session Organizer: 

•   Western North American Region of the International Biometric Society (WNAR) Meeting (June 
2013) 

Conference Session Chair:  

•    The “Impact of Large-Scale Genomic Data on Statistical and Quantitative Genetics” Conference 
(November 2013) 

•   Western North American Region of the International Biometric Society Meeting  (June 2013) 
•   Ordered Data Analysis, Models and Health Research Methods Conference at The University of 

Texas at Dallas (March 2014) 

Editorial Service:  

•    Review Editor, Frontiers in Genetics (2010-Present)  

Referee Service:  

Alzheimer's & Dementia, American Journal of Human Genetics, Annals of Human Genetics, Annals of 
Applied Statistics, Bioinformatics, Biometrics, BioMed Central Genetics, BioMed Central Proceedings, 
Biostatistics, Frontiers in Genetics, Genetic Epidemiology, Genome Research, Human Heredity, 
International Journal of Health Geographics, Journal of Medical Genetics, Nature Reviews Genetics, 
Plos Genetics, Plos One, Proceedings of the National Academy of Sciences, Statistical Applications in 
Genetics and Molecular Biology, Statistics in Medicine  

Other Professional Service:  

•   Women’s Health Initiative (WHI), Ancillary Studies Committee Member and Grant Reviewer 
(2012-Present) 

 

Professional Memberships:  

•   American Statistical Association   
•   Institute of Mathematical Statistics  
•   American Association for the Advancement of Science  
•   American Society of Human Genetics  
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  http://bioconductor.org/packages/release/bioc/html/GENESIS.html	
  

	
  
	
  
	
  
	
  
	
  
9.	
  Funding	
  History	
  
 
Current 
	
  	
  	
  

•   K01 CA148958 (Thornton)  “Statistical methods for cancer genetic association studies with 
hidden population structure”, NIH/NCI, 9/1/2010-5/31/2016, Total Direct Costs: $686,755, 50% 
FTE, Role: PI  

 
•   P01 HG0099568 (Browning/Gibson/Thompson/Thornton/Visscher/Weir) “Statistical and 

quantitative genetics”, NIH/NIGMS, 6/5/2012-4/30/2017, Total Direct Costs: $6,702,065, 30% 
FTE, Role: PI of one of 6 component projects   

 
•   R01 HL116446 (Reiner) “Leukocyte Telomere Length and Cardiovascular Disease in Jackson 

Heart Study”, NIH/NHLBI, 8/1/2013-5/31/2017, Total Direct Costs: $2,674,085, 5% FTE, Role: 
Investigator   
 

•   HHSN268201300005 (Weir) “Omics in Latinos (Ola) - Genetic Analysis”, NIH/NHLBI, 
3/18/2013-9/17/2016, Total Direct Costs: $4,283,887, 5% FTE, Role: Investigator 

 
•   5T32GM081062 (Weir/Thornton) “Predoctoral Research Training in Statistical Genetics”, 

NIH/NIGMS, 7/1/2007-6/31/2017, Total Direct Costs (2015-2016): $152,240, Role: Co-PI  
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Completed 
 

•   R13 HG007506 (Thornton)  “Impact of large-scale genomic data on statistical and quantitative 
genetics”, NIH/NHGRI/NCI, 9/1/2013-8/31/2014, Total Direct Costs: $15,000, 0% FTE, Role: PI 
 

•   N01 WH-2-2110  (Risch/Thornton)  “Women's Health Initiative SNP Health Association 
Resource Analytic Center (SHARe Analytic Centers)”, NIH/NHLBI with subcontract from 
UCSF, 8/1/2009-3/31/2011, Total Direct Costs: $45,131, 20% FTE, Role: PI of subcontract 
 

•   CA15704  (Thornton)  “Cancer Center Support Grant”, NIH/NCI subcontract from FHCRC, 
7/1/2009-6/30/2012, Total Direct Costs: $100,000, 0% FTE, Role: PI of subcontract 

 
10.	
  Public	
  Health	
  Practice	
  Activities	
  

	
   N/A	
  

	
  

11. Conferences and Symposiums 

Invited Oral Presentations and Seminars 
 

1.   Loyola University, Department of Preventive Medicine & Epidemiology. Chicago, IL (Sep 2005) 
2.   Mayo Clinic, Division of Biostatistics. (Dec 2005)    
3.   University of Chicago, Department of Statistics. Chicago, IL. (Dec 2005)   
4.   North Carolina State University, Department of Statistics. Raleigh, NC.  (Apr 2006)    
5.   Walter and Eliza Hall Institute of Medicine. Melbourne, Australia. (Nov 2006)   
6.   University of California at Irvine, Department of Statistics. Irvine, CA. (Jan 2007)    
7.   Tulane University, Department of Mathematics. New Orleans, LA. (Sep 2007)    
8.   Walter and Eliza Hall Institute of Medicine. Melbourne, Australia. (Oct 2007)    
9.   Joint Mathematics Meetings. San Diego, CA. (Jan 2008)    
10.  University of California at Riverside, Department of Statistics. Riverside, CA. (Feb 2008)    
11.  University of California at Berkeley, Department of Statistics. Berkeley, CA. (Feb 2008)   
12.  University of Washington, Department of Biostatistics. Seattle, WA.(Apr 2008)   
13.  Menzies Research Institute. Hobart, Tasmania. (Jun 2008)   
14.  Walter and Eliza Hall Institute of Medicine. Melbourne, Australia. (Jun 2008) 
15.  Conference for African American Researchers in Mathematical Sciences (CAARMS). Atlanta, 

GA (Jul 2008)    
16.  Blackwell-Tapia Conference, Statistical and Applied Mathematical Sciences Institute. Research 

Triangle Park, NC. (Nov 2008)    
17.  Georgia Institute of Technology, School of Industrial & Systems Engineering. Atlanta, GA (Dec 

2008)    
18.  Fred Hutchinson Cancer Research Center, Biostatistics. Seattle, WA. (Oct 2009)    
19.  University of Washington, Northwest Institute of Genetic Medicine. Seattle, WA. (Jun 2010) 
20.  University of Washington, Institute for Public Health Genetics, Seattle, WA. (Nov 2010) 
21.  Joint Statistical Meetings. Miami, FL. (Aug 2011)    
22.  Northwest/Alaska Pharmacogenomics Research Network Conference. University of Washington. 

Seattle, WA. (Aug 2011) 
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23.  University of Pennsylvania, Department of Biostatistics. Philadelphia, PA (April 2012) 
24.  Northwest/Alaska Pharmacogenomics Research Network All-Investigator Meeting, University of 

Montana, Missoula, MO. (July 2012) 
25.  Joint Statistical Meetings. San Diego, CA. (Aug 2012)    
26.  Society for Advancements of Chicanos and Native Americans in Science (SACNAS) National    
27.  Conference. Seattle, WA. (Oct 2012) 
28.  Yale University, Department of Biostatistics, New Haven, CT.  (May 2013)  
29.  WNAR/IMS Conference. University of California at Los Angeles. Los Angeles, CA (Jun 2013)   
30.   Impact of Large Scale Genomic Data on Statistical and Quantitative Genetic Conference. Seattle, 

WA. (November 2013)   
31.  Vanderbilt University, Department of Biostatistics. (Jan 2014) 
32.  Ordered Data Analysis, Models and Health Research Methods Conference, The University of 

Texas at Dallas. Dallas, TX. (Mar 2014) 
33.  Conference for African American Researchers in Mathematical Sciences (CAARMS), Princeton 

University.  Princeton, NJ.  (Jun 2014) 
34.  Emerging Statistical Challenges and Methods for Analysis of Massive Genomic Data in     

Complex Human Disease Studies Workshop, Banff International Research Station. Banff, AB 
Canada.  (Jun 2014)  

35.  StatFest 2014 Minority Outreach Conference. North Carolina State University, Raleigh, NC.        
(Sep 2014)  

36.  Cohorts for Heart and Aging Research in Genomic Epidemiology (CHARGE) Investigators 
Meeting. Washington, D.C. (Nov 2014)   

37.  StatFest 2015 Minority Outreach Conference. University of Chicago, Chicago, IL. (Sep 2015)  
38.   International Genetic Epidemiology Society Meeting. Baltimore, MD. (Oct 2015) 
39.  Annual Biomedical Research Conference for Minority Students (ABRCMS). Seattle, WA. (Nov 

2015) 
40.    Emory University, Department of Human Genetics. Atlanta, GA (Dec 2015) 
41.  Fred Hutchinson Cancer Research Center, Biostatistics and Biomathematics. Seattle, WA. (Dec 

2015) 
42.    ENAR 2016 Meeting. Austin, TX (March 2016)   

 
 

 
    

12. University Service 

University of Washington  

•  Reviewer for Royalty Research Fund (2011) 
•  School of Public Health Grayston-Day Fellowship Selection Committee (2013) 
•  Co-faculty facilitator for Graduate Opportunities & Minority Achievement Program (GO-MAP) 

Dissertation Writing Group (2015-Present) 
 

Departmental of Biostatistics, University of Washington 

•  Alumni Relations Committee (2009-2010, 2011-2012, 2012-2013) 
•  Seminar Committee (2009-2010) 
•  Applied Exam Grader (2009-2010) 
•  Applied Exam Committee (2010-2011, 2011-2012, 2012-2013,2014-2015) 
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•  Emergency Preparedness Committee (2010-2011, Chair 2012-2013) 
•  Affiliate/Adjunct Appointments Committee  (2011-2012, 2012-2013, Chair 2013-present) 
•  Diversity Committee (Chair 2014-present) 

 
 
Institute for Public Health, University of Washington 

•  Admissions Committee for MS in Genetic Epidemiology (MSGE) program (2009-2012)  
 

13. Professionally-Related Community Service  
 

•  Research Grant Reviewer for Medical Research Council (UK) (2010) 
•  Research Grant Reviewer for Icelandic Research Fund (2012) 
•  Invited Participant for National Human Genome Research Institute (NHGRI) “Inclusion and 

Engagement of Underrepresented Populations in Genomics” Roundtable (Sep 2015) 
•  Tenure-Track Review Committee Member for National Institute of Child Health and Human 

Development (NICHD), Board of Scientific Counselors (Dec 2015) 
 
 
14. Other Pertinent Information As Needed 
 
 N/A	
  

15. Teaching History (100% responsibility unless otherwise noted) 
 
Formal Teaching at University of Chicago:    
   

•  Statistics 200, Introductory Statistics (Fall 1999) 
•  Statistics 200, Introductory Statistics (Spring 2000) 

 
 
Formal Teaching at University of California at Berkeley:    
   

•  Statistics 20, Introduction to Probability and Statistics (Summer 2006) 
•  Statistics 20, Introduction to Probability and Statistics (Summer 2007) 

 
 
Formal Teaching at University of Washington:    
   

•  Biostatistics 516, Statistical Methods in Genetic Epidemiology (Fall 2009)  
Enrollment 15; Median evaluations: 3.3/5  

•  Biostatistics 516, Statistical Methods in Genetic Epidemiology (Fall 2010) 
  Enrollment 8; Median evaluations: 3.8/5  

•  Biostatistics 516, Statistical Methods in Genetic Epidemiology (Fall 2011) 
  Enrollment 8; Median evaluations: 4.2/5  

•  Biostatistics 551, Statistical Genetics II: Quantitative Genetics (Fall 2012) 
Enrollment 7; Median evaluations: 4.5/5  

•  Biostatistics 551, Statistical Genetics II: Quantitative Genetics (Fall 2013) 
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Enrollment 17; Median evaluations: 4.25/5  
•  Biostatistics 551, Statistical Genetics II: Quantitative Genetics (Fall 2014) 

Enrollment 11; Median evaluations: 4.75/5 
•  Biostatistics 515/518, Applied Biostatistics II (Winter 2016) 

Enrollment 67; Median evaluations: 3.9/5 
 
 

 
 
Biostatistics Seminar Courses at University of Washington:    
 

•  Biostatistics 581, Statistical Genetics Seminar (Winter 2013) 
•  Biostatistics 581, Statistical Genetics Seminar (Spring 2014) 
•  Biostatistics 581, Statistical Genetics Seminar (Spring 2015) 
•  Biostatistics 581, Statistical Genetics Seminar (Spring 2016) 

 
 

 
 
 Guest Lectures at University of Washington:    
 

•  Epidemiology 517, Genetic Epidemiology (Spring 2011) 
•  Epidemiology 517, Genetic Epidemiology (Spring 2012) 
•  Biostatistics 516, Statistical Methods in Genetic (Fall 2012) 
•  Epidemiology 517, Genetic Epidemiology (Spring 2013) 
•  Biostatistics 111, Lectures in Applied Statistics (Spring 2013) 
•  Biostatistics 111, Lectures in Applied Statistics (Spring 2014) 
•  Epidemiology 517, Genetic Epidemiology (Spring 2014) 
•  Biostatistics 111, Lectures in Applied Statistics (Spring 2015) 
•  Biostatistics 111, Lectures in Applied Statistics (Spring 2016) 

 
 

 
 
Other Teaching: 
  
Summer Institute in Statistical Genetics, Seattle, WA, Co-Instructor: 
 

•  Population Genetics: Theory and Methods (Summer 2009) 
•  Population Genetics: Theory and Methods (Summer 2010)  
•  Population Genetics: Theory and Methods (Summer 2011)  
•  Population Genetics and Association Mapping (Summer 2012) 
•  Population Genetics and Association Mapping (Summer 2013) 
•  Introduction to R (Summer 2013) 
•  Population Genetics and Association Mapping (Summer 2014) 
•  Introduction to R (Summer 2014) 
•  Association Mapping: GWAS and Sequencing Data (Summer 2015) 
•  Introduction to R (Summer 2015) 
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Taipei 2015 Summer Institute in Statistical Genetics, Taipei, Taiwan, Co-Instructor: 
 

•  Association Mapping: GWAS and Sequencing Data (Summer 2015) 
 

 
 
Independent Study: 
 

•  Laurel Steinmetz, Genetic Epidemiology MS student (Winter 2012-Winter 2013) 
•  Matthew Conomos, Biostatistics PhD student (Fall 2011-present) 
•  Lisa Brown, Biostatistics PhD student (Fall 2013-present) 
•  Caitlin McHugh, Biostatistics PhD student (Fall 2013-present) 
•  Jennifer Kirk, Biostatistics PhD student (Fall 2013-present) 

 
16. Advising and Formal Mentoring  
 
PhD Dissertations, Chair   
   

•   Matthew Conomos (co-chair with Bruce Weir), Biostatistics PhD student (Completed 2014) 
o   Winner of Student Paper Competition at the 2014 Meeting of the Western North American 

Region of the International Biometric Society (WNAR) 
•   Caitlin McHugh, Biostatistics PhD student (Completed  2016) 
•   Lisa Brown (co-chair with Sharon Browning), Biostatistics PhD student (2014-present) 
•   Jennifer Kirk, Biostatistics PhD student (2014-present) 
•   Anya Tuck, Biostatistics PhD student (2016-present) 

 
   
Masters Theses, Chair 
 

•   Laurel Steinmetz, Genetic Epidemiology MS student (Completed 2013) 
•   Mingdong Liu, Biostatistics MS student (Completed 2015) 

 
 
Postdoctoral Fellows (Mentor) 
 

•  Shizhen Wang, Biostatistics postdoc (2010-2011)  
 
  
MS Committees in Non-Chair Role 
 

•  Saee Hamine, Genetic Epidemiology MS student (Completed 2009) 
•  Nora Kozloff, Genetic Epidemiology MS student (Completed 2010) 
•  Nicholas Mosely, Genetic Epidemiology MS student (Completed 2011) 
•  Sukh Makhnoon, Genetic Epidemiology MS student (Completed 2014) 
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PhD Committees in Non-Chair Role 
 

•  Rora Rohlfs, Genome Sciences PhD student (Completed 2010) 
•  Ursula Schick, Public Health Genetics PhD student (Completed 2014) 
•  Chelle Lorraine Wheat, Health Services PhD student (Completed 2015) 
•  Elizabeth Dorfman, Public Health Genetics PhD student (Completed 2015) 
•  Alie Fohner, Public Health Genetics PhD student (Completed 2015) 
•  Elizabeth Hom, Epidemiology PhD student (2012-present) 
•  Mark Hensley, Epidemiology PhD student (2014-present) 
•  Fiona Grimson, Statistics PhD student (2014-present) 
•  Charlie Waters, School of Aquatic and Fishery Sciences PhD student (2015-present) 

 
 
 

 
 
Research Assistants Supervised 
 

•  Mike Garcia, Biostatistics MS student (Fall 2011-Summer 2012) 
•  Scott Coggeshall, Biostatistics PhD student (Fall 2012-Summer 2013) 
•  Brayan Ortiz, Biostatistics PhD student (Fall 2013-Fall 2015) 
•  Matthew Conomos, Biostatistics PhD student (Fall 2013-Fall 2014) 
•  Caitlin McHugh, Biostatistics, PhD student (Winter 2014-Winter 2016) 
•  Lisa Brown, Biostatistics, PhD student (Fall 2014-present) 

 
 
 
 
Other Mentoring  
 

•  Jean Morrison, Biostatistics PhD student, Poster project mentoring (Summer 2012) 
o   Winner of Student Poster Award (chosen by the Biostatistics Faculty)  (Summer 2012) 

•  Scott Coggeshall, Poster project mentoring (Summer 2012) 
•  Jia Jen Kee, Poster project mentoring (Summer 2013) 

 
Academic Advising 
 

•  Lisa Brown, Biostatistics PhD student (2010-present) 
•  Jean Morrison, Biostatistics PhD student (2011-present) 
•  Yingying Zhuang, Biostatistics PhD student (2012-present) 
•  Anya Tuck, Biostatistics PhD student (2013-present)  

 


